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Subject 
Context 


R PHOTOBLEACHING/ THE 
E TRANSMEMBRANE HELIX 
GATING MECHANISMS OF A 
COMPRISES PART OF THE 
TUDIES/ STERIC FACTORS 
T MUTATIONS K CHANNELS 
IN ANTIBIOTIC PEPTIDES IN 
HOLINE RECEPTOR AT THE 
MUTANTS HAIRPIN LOOP/ 
TOXIN BINDING SITE FROM 


RE AND INTERACTIONS OF 
ESONANCE INVESTIGATION 
A SOLID-STATE NUCLEAR 
MUTAGENESIS IN NUCLEAR 
L CHANGE/ F-19 NUCLEAR 
CHANNELS LIPID BILAYER/ 
HELIX LENGTH AND GATING 
Y OF SYNEXIN AND OTHER 
E-SPECIFIC MUTAGENESIS / 
/ CALCIUM CHANNEL AND 
ZA VIRUS FUSION PEPTIDE 
ALCIUM SYNEXIN ANNEXIN 
IS OF THE YEAST PLASMA 
ALOBACTERIUM HALOBIUM 
SION GPI-LINKED PROTEIN 
ULAR COMPUTER MODELS 
NANCE SOLID-STATE NMR 
TERAL MOBILITY OF SOME 
CID SUBSTITUTIONS IN THE 
FUNCTIONAL STUDIES OF 
BLEACHING/ THE LATERAL 
GENESIS AND MOLECULAR 
ITARY CONDUCTANCE AND 
E-C SITE IS REQUIRED FOR 
Y CONNEXINS-26 AND 32/ 
LS POTASSIUM CHANNELS 
P CHIMERIC MOLECULES/ 
ININ BY MUTAGENESIS AND 
CALCIUM PUMP CHIMERIC 
TIC BEHAVIOR OF CLONED 
ULFONATE BINDING SITE IN 
HYLOCOCCAL PROTEIN-A/ 
TED MUTAGENESIS BAND 3 
UENZA HEMAGGLUTININ BY 
BAND-3 BY SITE-DIRECTED 
GAP JUNCTION CONNEXIN 
FUSION FUSION KINETICS 
PTOR NMR SITE-DIRECTED 
ICATION OF SITE-DIRECTED 
OSPHORYLATION DOMAIN/ 
TED WITH WILD-TYPE AND 
CTED MUTANTS THE D212N 
MBLY OF BACTERIO-OPSIN 
THWAYS IN SITE-DIRECTED 
CTED MUTATION/ A POINT 
TION CYSTEINE AFFINITY / 
LIFORNICA/ SITE-SPECIFIC 


E-SPECIFIC MUTATIONS OF 
ATIONAL CHANGES IN THE 
IVE INHIBITOR SITE OF THE 
TRANSFERASE SPIN-LABEL 
DOMAIN OF SUBSTANCE-P 
ORY PATHWAY RECEPTOR 
LALANINE/ FORMATION OF 
ORS LIMIT ACCESS TO THE 
CONDUCTANCE/ A SINGLE 
YDROGEN-PLUS-ATPASE A 
BILAYERS A SOLID-STATE 
INVESTIGATION MAGAININ 
IRECTED MUTAGENESIS IN 
RMATIONAL CHANGE/ F-19 


QUIRED FOR MODULATION 
LI ASPARTATE RECEPTOR 
STRUCTURE AND RELATIVE 
ECTED CHINESE HAMSTER 


INDEX 


Keyword 


LATERAL MOBILITY OF SOME MEMBRA 
LENGTH AND GATING MECHANISMS OF 
LEU-ZERVAMICIN CHANNEL PROLINE KI 
LIGAND BINDING SITE SUBSTANCE P Bi 
LIMIT ACCESS TO THE NONCOMPETITIV 
LIPID BILAYER/ MAPPING HYDROPHOBI 
LIPID BILAYERS A SOLID-STATE NUCLE 
LIPID-PROTEIN INTERFACE DRAMATICA 
LOCATING A RESIDUE IN THE DIPHTHER 
LOW TO HIGH AFFINITY SHAKER K CHA 


M 


MAGAININ ANTIBIOTIC PEPTIDES IN LIPI 
MAGAININ NUCLEAR MAGNETIC RESON 
MAGNETIC RESONANCE INVESTIGATION 
MAGNETIC RESONANCE SPECTROSCOP 
MAGNETIC RESONANCE STUDIES OF A 
MAPPING HYDROPHOBIC RESIDUES OF 
MECHANISMS OF A LEU-ZERVAMICIN C 
MEMBERS OF THE ANNEXIN GENE FAMI 
MEMBRANE ASSEMBLY OF BACTERIO- 
MEMBRANE FUSION ACTIVITY OF SYNE 
MEMBRANE FUSION FUSION KINETICS 
MEMBRANE FUSION/ CALCIUM CHANNE 
MEMBRANE HYDROGEN-PLUS-ATPASE 
MEMBRANE INSERTION SITE-SPECIFIC 
MEMBRANE PROTEIN FLUORESCENCE 
MEMBRANE PROTEIN STRUCTURE ION 
MEMBRANE PROTEIN STRUCTURE PRO 
MEMBRANE PROTEINS IS DETERMINED 
MEMBRANE-BINDING DOMAIN/ BIOPHYS 
METALLOENDOPEPTIDASE EC-342415 | 
MOBILITY OF SOME MEMBRANE PROTE 
MODELING HEMAGGLUTININ INFLUENZA 
MODIFIES VOLTAGE-DEPENDENT KINET! 
MODULATION OF SODIUM-PLUS CURRE 
MOLECULAR ANALYSIS OF VOLTAGE D 
MOLECULAR COMPUTER MODELS MEM 
MOLECULAR DISSECTION OF FUNCTIO 
MOLECULAR MODELING HEMAGGLUTINI 
MOLECULES/ MOLECULAR DISSECTION 
MOUSE ACETYLCHOLINE RECEPTORS A 
MOUSE BAND-3 BY SITE-DIRECTED MUT 
MULTISITE ASSOCIATION BY RECOMBIN 
MUTAGENEIS ANION TRANSPORT XENO 
MUTAGENESIS AND MOLECULAR MODE 
MUTAGENESIS BAND 3 MUTAGENEIS AN 
MUTAGENESIS CHANNEL FORMATION C 
MUTAGENESIS COMPUTER MOLECULAR 
MUTAGENESIS CONFORMATIONAL CHA 
MUTAGENESIS IN NUCLEAR MAGNETIC 
MUTAGENESIS OF THE YEAST PLASMA 
MUTANT CONNEXIN CDNAS/ GATING O 
MUTANT OF BACTERIORHODOPSIN EXP 
MUTANTS EXPRESSED IN HALOBACTER 
MUTANTS THE D212N MUTANT OF BAC 
MUTATION IN A SHAKER POTASSIUM-PL 
MUTATIONAL ANALYSIS OF GAP JUNCT 
MUTATIONS OF NICOTINIC ACETYLCHO 


N 


NICOTINIC ACETYLCHOLINE RECEPTOR 
NICOTINIC ACETYLCHOLINE RECEPTOR 
NICOTINIC ACETYLCHOLINE RECEPTOR 
NITROXIDE/ APPLICATION OF SITE-DIRE 
NK1 RECEPTOR COMPRISES PART OF T 
NMR SITE-DIRECTED MUTAGENESIS CO 
NON-BETA-63-HELICAL GRAMICIDIN CHA 
NONCOMPETITIVE INHIBITOR SITE OF T 
NONPOLAR RESIDUE IN THE DEEP POR 
NOVEL EXPRESSION SYSTEM P-TYPE A 
NUCLEAR MAGNETIC RESONANCE INVE 
NUCLEAR MAGNETIC RESONANCE SOLI 
NUCLEAR MAGNETIC RESONANCE SPE 
NUCLEAR MAGNETIC RESONANCE STU 


OF SODIUM-PLUS CURRENTS IN TRANS 
OLIGOMERIZATION OF THE CYTOPLAS 
ORIENTATIONS OF TRANSMEMBRANAL 
OVARY CELLS/ PHOSPHORYLATION OF 
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Subject 
Context 


VEL EXPRESSION SYSTEM 
K1 RECEPTOR COMPRISES 
K AND PERMEATION CFTR 
HIA COLI CHEMOSENSORY 
E OR A CONDENSED-STATE 
IS OF ALTERED REACTION 
S OF MAGAININ ANTIBIOTIC 
ANNEL IODIDE BLOCK AND 
CHANNEL CONDUCTANCE 
EIN FOLDING TRYPTOPHAN 
ON OF THE PROTEINS INTO 
RETORY VESICLE ATPASE 
HAMSTER OVARY CELLS/ 
AP JUNCTION CHANNELS/ 
NALING PROBED BY FLASH 
TAGENESIS OF THE YEAST 
E-DIRECTED MUTATION/ A 
MBINANT CHARYBDOTOXIN 
MENTS/ SIZING OF AN ION 
LAR RESIDUE IN THE DEEP 
THROUGH A WATER-FILLED 
SIUM-PLUS WITH ALTERED 
OLTAGE-GATED CHANNELS 
DELS OF VOLTAGE-GATED 
NT MUTATION IN A SHAKER 
TA-BARREL MODEL OF THE 
E DEEP PORE OF RELATED 
ING CURRENTS IN SHAKER 
OM A DELAYED RECTIFIER 
N BASED ON STATISTICAL 
INEMENT OF CRITERIA FOR 
IAL/ PROTEIN STRUCTURE 
NCE BINDING SELECTIVITY 
N BONDING/ THE ROLE OF 
EMORECEPTOR SIGNALING 
E DESENSITIZATION FTIR/ 
/ ANALYZING THE FUSION 
RS, NEUROTRANSMITTERS 
LEU-ZERVAMICIN CHANNEL 
ALE REARRANGEMENT OF 
E HELIX HYBRID CHANNELS 
ATION CFTR PATCH CLAMP 
LATION OF A CONSERVED 
STATISTICAL POTENTIAL/ 
ID-STATE NMR MEMBRANE 
FROM STAPHYLOCOCCAL 
ANE PROTEIN STRUCTURE 
CIATION BY RECOMBINANT 
D INCORPORATION OF THE 
ILITY OF SOME MEMBRANE 
ING SODIUM AND CALCIUM 


EP PORE K CONDUCTANCE 
LIN IMPAIR ACTIVATION OF 
PIC ANALYSIS OF ALTERED 
CHANNEL/ LARGE SCALE 
NSMITTERS PROLINE KINK 
NICOTINIC ACETYLCHOLINE 
NICOTINIC ACETYLCHOLINE 
R OF THE ACETYLCHOLINE 
ED SULFHYDRYL STUDIES 
AIN OF SUBSTANCE-P NK1 
NICOTINIC ACETYLCHOLINE 
HEMOSENSORY PATHWAY 
HERICHIA COLI ASPARTATE 
UBSTANCE P BINDING SITE 
D MOUSE ACETYLCHOLINE 
HIA COL! CHEMOSENSORY 
US AND TRANSMEMBRANE 
TRANSMEMBRANAL HELIX 
FACE OF CHARYBDOTOXIN 
ULTISITE ASSOCIATION BY 
RRENTS FROM A DELAYED 
ROUGH GAP JUNCTIONS IS 
CTIVATION/ ANALYSIS AND 
EMBRANE CONDUCTANCE 
DUE IN THE DEEP PORE OF 
EGRADING GONADOTROPIN 
ELECTIVITY PREFERENTIAL 
PROTEIN KINASE-C SITE IS 
NCE/ A SINGLE NONPOLAR 
AIRPIN LOOP/ LOCATING A 
/ MAPPING HYDROPHOBIC 
AN ION PORE BY ACCESS 
TATE NUCLEAR MAGNETIC 
SIS IN NUCLEAR MAGNETIC 
F-19 NUCLEAR MAGNETIC 


Keyword 


P-TYPE ATPASES SECRETORY VESICLE 
PART OF THE LIGAND BINDING SITE SU 
PATCH CLAMP PROTEIN KINASE A EPIT 
PATHWAY RECEPTOR NMR SITE-DIRECT 
PATHWAY? SODIUM CHANNEL GATING 
PATHWAYS IN SITE-DIRECTED MUTANT 
PEPTIDES IN LIPID BILAYERS A SOLID-S 
PERMEATION CFTR PATCH CLAMP PRO 
PH SITE-DIRECTED MUTANTS HAIRPIN L 
PHENYLALANINE/ FORMATION OF NON- 
PHOSPHOLIPID BILAYERS BACTERIORH 
PHOSPHORYLATION DOMAIN/ MUTAGE 
PHOSPHORYLATION OF A CONSERVED 
PHOSPHORYLATION SHIFTS UNITARY C 
PHOTORELEASE OF A CAGED SERINE/ 
PLASMA MEMBRANE HYDROGEN-PLUS- 
POINT MUTATION IN A SHAKER POTASS 
POINT MUTATIONS K CHANNELS LIPID B 
PORE BY ACCESS RESISTANCE MEASU 
PORE OF RELATED POTASSIUM-PLUS C 
PORE OR A CONDENSED-STATE PATHW 
PORE STRUCTURE AND FUNCTION/ GA 
POTASSIUM CHANNELS MOLECULAR C 
POTASSIUM CHANNELS VOLTAGE-GATE 
POTASSIUM-PLUS CHANNEL CHANGES | 
POTASSIUM-PLUS CHANNEL ENERGETI 
POTASSIUM-PLUS CHANNELS ACTS AS 
POTASSIUM-PLUS CHANNELS IMPLICATI 
POTASSIUM-PLUS WITH ALTERED PORE 
POTENTIAL/ PROTEIN STRUCTURE PRE 
PREDICTING THE STRUCTURE AND REL 
PREDICTION BASED ON STATISTICAL P 
PREFERENTIAL REMOVAL OF IMMUNE 
PRO/HYP-KINKS IN DETERMINING THE T 
PROBED BY FLASH PHOTORELEASE OF 
PROBING CONFORMATIONAL CHANGES 
PROCESS OF INFLUENZA HEMAGGLUTI 
PROLINE KINK RECEPTOR ACTIVATION/ 
PROLINE KINK TRANSMEMBRANE HELIX 
PROTEIN DOMAINS IS ASSOCIATED WIT 
PROTEIN FOLDING TRYPTOPHAN PHEN 
PROTEIN KINASE A EPITHELIA SECRET! 
PROTEIN KINASE-C SITE IS REQUIRED F 
PROTEIN STRUCTURE PREDICTION BAS 
PROTEIN STRUCTURE PROTEIN-LIPID IN 
PROTEIN-A/ MULTISITE ASSOCIATION B 
PROTEIN-LIPID INTERACTIONS/ STRUCT 
PROTEINS CAN ENHANCE BINDING SEL 
PROTEINS INTO PHOSPHOLIPID BILAYE 
PROTEINS IS DETERMINED BY THEIR EC 
PUMP CHIMERIC MOLECULES/ MOLEC 


R 


RB CONDUCTANCE/ A SINGLE NONPOL 
RBC CALCIUM-TWO-PLUS-ATPASE/ SIT 
REACTION PATHWAYS IN SITE-DIRECTE 
REARRANGEMENT OF PROTEIN DOMAIN 
RECEPTOR ACTIVATION/ ANALYSIS AN 
RECEPTOR AT THE LIPID-PROTEIN INTE 
RECEPTOR BY FOURIER TRANSFORM D 
RECEPTOR CHANNEL/ THREONINE IN T 
RECEPTOR CHEMOTAXIS E COLI CYSTE 
RECEPTOR COMPRISES PART OF THE L 
RECEPTOR FLUORESCENCE STUDIES/ 
RECEPTOR NMR SITE-DIRECTED MUTAG 
RECEPTOR OLIGOMERIZATION OF THE 
RECEPTOR/ THE EXTRACELLULAR DO 
RECEPTORS A SEMIAUTONOMOUS, STE 
RECEPTORS ENGINEERED SULFHYDRY 
RECEPTORS EXAMPLES FROM THE ES 
RECEPTORS, NEUROTRANSMITTERS PR 
RECOMBINANT CHARYBDOTOXIN POINT 
RECOMBINANT PROTEINS CAN ENHANC 
RECTIFIER POTASSIUM-PLUS WITH ALT 
REDUCED IN SENESCENT CELLS GAP J 
REFINEMENT OF CRITERIA FOR PREDIC 
REGULATOR CHLORIDE CHANNEL IODID 
RELATED POTASSIUM-PLUS CHANNELS 
RELEASING HORMONE/ STRUCTURAL A 
REMOVAL OF IMMUNE COMPLEXES FR 
REQUIRED FOR MODULATION OF SODI 
RESIDUE IN THE DEEP PORE OF RELAT 
RESIDUE IN THE DIPHTHERIA TOXIN CH 
RESIDUES OF THE INTERACTION SURFA 
RESISTANCE MEASUREMENTS/ SIZING 
RESONANCE INVESTIGATION MAGAININ 
RESONANCE SPECTROSCOPY GLUTAT 
RESONANCE STUDIES OF AQUEOUS AN 
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Subject 
Context 


E VDAC CHANNEL/ LARGE 
UENCE ANALYSIS/ ATOMIC 
OTEIN KINASE A EPITHELIA 
SYSTEM P-TYPE ATPASES 
SODIUM CHANNEL GATING 
ANNEL/ THREONINE IN THE 
INS CAN ENHANCE BINDING 
YLCHOLINE RECEPTORS A 
ENT CELLS GAP JUNCTION 
JUNCTIONS IS REDUCED IN 
L CLONES DIFFER IN THEIR 
CIDIN CHANNELS BETWEEN 
OTORELEASE OF A CAGED 
MUNE COMPLEXES FROM 
OM LOW TO HIGH AFFINITY 
N/ A POINT MUTATION IN A 
LS/ GATING CURRENTS IN 
NELS/ PHOSPHORYLATION 
CTERIAL CHEMORECEPTOR 
TION OF THE FUNCTIONAL 
G ELECTRIC FIELD WATER/ 
NCE RE CONDUCTANCE/ A 
CHARYBDOTOXIN BINDING 
NE DISULFONATE BINDING 
ERVED PROTEIN KINASE-C 
ONCOMPETITIVE INHIBITOR 
CETYLCHOLINE RECEPTOR 
T OF THE LIGAND BINDING 
SITE IN MOUSE BAND-3 BY 
PATHWAY RECEPTOR NMR 
ROXIDE/ APPLICATION OF 
COL! CYSTEINE DISULFIDE 
ANNEL CONDUCTANCE PH 
D REACTION PATHWAYS IN 
HANNEL CHARYBDOTOXIN 
LCIUM-TWO-PLUS-ATPASE/ 
MEMBRANE INSERTION 
G TORPEDO CALIFORNICA/ 
ISTANCE MEASUREMENTS / 
F THE E1E2-ATPASE USING 
NNEL BLOCK/ EXPRESSED 
IC SUPERIONIC/ DOES THE 
DENSED-STATE PATHWAY? 
CALCIUM CONCENTRATION 
IRED FOR MODULATION OF 
AR MAGNETIC RESONANCE 
TIDES IN LIPID BILAYERS A 
IER TRANSFORM INFRARED 
TRANSFORM DIFFERENCE 
AR MAGNETIC RESONANCE 
UTATHIONE TRANSFERASE 
ANSITIONS BETWEEN TWO 
LS AS REVEALED IN CELLS 
S OF THE B-DOMAIN FROM 
O STABLE CONDUCTANCE 
RE PREDICTION BASED ON 
ORS A SEMIAUTONOMOUS, 
FLUORESCENCE STUDIES/ 
NAL SIGNIFICANCE OF THE 
SPORT XENOPUS OOCYTE 
THE LIGAND BINDING SITE 
TRACELLULAR DOMAIN OF 
E/ A DIPOLAR AMINO ACID 
OLARIZATION/ AMINO ACID 
MES B5 WITH AMINO ACID 
XAFLUOROVALINE GATING 
RECEPTORS ENGINEERED 
ASTOMER FERROELECTRIC 
UES OF THE INTERACTION 


268 


Keyword 


SCALE REARRANGEMENT OF PROTEIN 
SCALE STRUCTURE AND FUNCTIONAL 
SECRETION/ THE CYSTIC FIBROSIS TR 
SECRETORY VESICLE ATPASE PHOSPH 
SELECTIVITY ELASTOMER FERROELEC 
SELECTIVITY FILTER OF THE ACETYLC 
SELECTIVITY PREFERENTIAL REMOVAL 
SEMIAUTONOMOUS, STEPWISE MODEL 
SENESCENCE CELL CYCLE ENDOTHELI 
SENESCENT CELLS GAP JUNCTION SEN 
SENSITIVITY TO EXTERNAL CALCIUM C 
SEQUENCE-SUBSTITUTED GRAMICIDIN 
SERINE/ BACTERIAL CHEMORECEPTOR 
SERUM BY IMMOBILIZED TRUNCATED F 
SHAKER K CHANNEL CHARYBDOTOXIN 
SHAKER POTASSIUM-PLUS CHANNEL C 
SHAKER POTASSIUM-PLJS CHANNELS | 
SHIFTS UNITARY CONDUCTANCE AND 
SIGNALING PROBED BY FLASH PHOTOR 
SIGNIFICANCE OF THE STILBENE DISUL 
SIMULATION OF THE ROLE OF WATER | 
SINGLE NONPOLAR RESIDUE IN THE DE 
SITE FROM LOW TO HIGH AFFINITY SHA 
SITE IN MOUSE BAND-3 BY SITE-DIRECT 
SITE IS REQUIRED FOR MODULATION O 
SITE OF THE NICOTINIC ACETYLCHOLIN 
SITE SPECIFIC MUTAGENESIS XENOPUS 
SITE SUBSTANCE P BINDING SITE RECE 
SITE-DIRECTED MUTAGENESIS BAND 3 
SITE-DIRECTED MUTAGENESIS CONFOR 
SITE-DIRECTED MUTAGENESIS IN NUCL 
SITE-DIRECTED MUTAGENESIS/ STRUC 
SITE-DIRECTED MUTANTS HAIRPIN LOO 
SITE-DIRECTED MUTANTS THE D212N M 
SITE-DIRECTED MUTATION/ A POINT M 
SITE-SPECIFIC AMINO ACID ALTERATIO 
SITE-SPECIFIC MUTAGENESIS/ MEMBR 
SITE-SPECIFIC MUTATIONS OF NICOTINI 
SIZING OF AN ION PORE BY ACCESS R 
SODIUM AND CALCIUM PUMP CHIMERIC 
SODIUM CHANNEL CLONES DIFFER IN T 
SODIUM CHANNEL CONDUCT IONS THR 
SODIUM CHANNEL GATING SELECTIVITY 
SODIUM CHANNELS CALCIUM CHANNEL 
SODIUM-PLUS CURRENTS IN TRANSFEC 
SOLID-STATE NMR MEMBRANE PROTE! 
SOLID-STATE NUCLEAR MAGNETIC RES 
SPECTROSCOPIC ANALYSIS OF ALTER 
SPECTROSCOPY ACETYLCHOLINE REC 
SPECTROSCOPY GLUTATHIONE TRANS 
SPIN-LABEL NITROXIDE/ APPLICATION 
STABLE CONDUCTANCE STATES IN GR 
STABLY TRANSFECTED WITH WILD-TYP 
STAPHYLOCOCCAL PROTEIN-A/ MULTI 
STATES IN GRAMICIDIN CHANNELS HEX 
STATISTICAL POTENTIAL/ PROTEIN STR 
STEPWISE MODEL OF GATING/ KINETIC 
STERIC FACTORS LIMIT ACCESS TO TH 
STILBENE DISULFONATE BINDING SITE | 
STILBENE DISULFONATES/ EXPLORATI 
SUBSTANCE P BINDING SITE RECEPTOR 
SUBSTANCE-P NK1 RECEPTOR COMPRI 
SUBSTITUTION INDUCES VOLTAGE-DEP 
SUBSTITUTIONS AND ION CHANNEL FU 
SUBSTITUTIONS IN THE MEMBRANE-BIN 
SUBSTRATE GLYCINE/ A DIPOLAR AMI 
SULFHYDRYL STUDIES RECEPTOR CHE 
SUPERIONIC/ DOES THE SODIUM CHAN 
SURFACE OF CHARYBDOTOXIN RECOM 
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Subject 
Context 


AS A KRB CONDUCTANCE 
RANE FUSION ACTIVITY OF 
FAMILY CHANNEL CALCIUM 
ASE A NOVEL EXPRESSION 


LINE RECEPTOR CHANNEL / 
TES ION CHANNEL GATING 
ESIDUE IN THE DIPHTHERIA 
ODIUM-PLUS CURRENTS IN 
VEALED IN CELLS STABLY 
NE RECEPTOR BY FOURIER 
RIUM HALOBIUM/ FOURIER 
CES VOLTAGE-DEPENDENT 
ELATIVE ORIENTATIONS OF 
BRANAL HELICAL DOMAINS 
ION/ THE CYSTIC FIBROSIS 
IN CHANNEL PROLINE KINK 
INKS IN DETERMINING THE 
TUDIES OF AQUEOUS AND 
M SERUM BY IMMOBILIZED 
NT CONCLUSIONS KINETIC 
ANNELS PROTEIN FOLDING 
NT TRANSITIONS BETWEEN 


HOSPHORYLATION SHIFTS 


VOLTAGE GATING OF THE 
MOLECULAR ANALYSIS OF 
AINS IS ASSOCIATED WITH 
DUCTANCE AND MODIFIES 
ID SUBSTITUTION INDUCES 
ED POTASSIUM CHANNELS 
FUNCTIONAL MODELS OF 


ULATION OF THE ROLE OF 
ONDUCT IONS THROUGH A 
L GATING ELECTRIC FIELD 
ABLY TRANSFECTED WITH 


E SPECIFIC MUTAGENESIS 
GENEIS ANION TRANSPORT 


IN/ MUTAGENESIS OF THE 


ED CY CONNEXINS-26 AND 


Keyword 


SWITCH K CHANNELS DEEP PORE K CO 
SYNEXIN AND OTHER MEMBERS OF TH 
SYNEXIN ANNEXIN MEMBRANE FUSION 
SYSTEM P-TYPE ATPASES SECRETORY 


THREONINE IN THE SELECTIVITY FILTER 
TORPEDO CALIFORNICA/ SITE-SPECIFI 
TOXIN CHANNEL CONDUCTANCE PH SIT 
TRANSFECTED CHINESE HAMSTER OVA 
TRANSFECTED WITH WILD-TYPE AND M 
TRANSFORM DIFFERENCE SPECTROSC 
TRANSFORM INFRARED SPECTROSCOP 
TRANSITIONS BETWEEN TWO STABLE C 
TRANSMEMBRANAL HELICAL DOMAINS 
TRANSMEMBRANAL HELIX RECEPTORS, 
TRANSMEMBRANE CONDUCTANCE REG 
TRANSMEMBRANE HELIX CHANNEL GAT 
TRANSMEMBRANE HELIX LENGTH AND 
TRANSMEMBRANE RECEPTORS EXAMP 
TRUNCATED FB ANALOGUES OF THE B- 
TRYPTOPHAN GRAMICIDIN DIFFUSION C 
TRYPTOPHAN PHENYLALANINE/ FORM 
TWO STABLE CONDUCTANCE STATES | 


U 
UNITARY CONDUCTANCE AND MODIFIE 


Vv 


VDAC CHANNEL/ LARGE SCALE REARR 
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32/ MOLECULAR ANALYSIS OF VOLTA 


Ref. 
No. 


620136 
620015 
620015 
620228 


620196 
620061 
620041 
620031 
620048 
620064 
620056 
620028 
620107 
620107 
620001 
620110 
620110 
620082 
620087 
620025 
620145 
620028 


620051 


620123 
620183 
620123 
620051 
620028 
620238 
620238 


620101 
620022 
620101 
620048 


620061 
620098 


620228 


620183 
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